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Abstract:

Recent breakthroughs in sequencing technologies have enabled scientists to measure RNA
expression at single-cell resolution, leading to major discoveries about tissue composition and
embryonic development. However, the data generated from these technologies is extremely
sparse - many genes appear as zeros - prompting researchers to resort to imputation techniques.
| will discuss some of the approaches taken, with a particular focus on zero-inflated statistical
models and the ongoing debate in the single-cell RNA-sequencing community as to their
appropriateness. Finally, I will highlight how | am using sparsity analysis to explore a
biological question about the transcription of alternative RNA isoforms.
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